										[image: Applied Biosystems by life Black]

RELEASE NOTES
Peak Scanner™ Software 2
Copyright 2012, Life Technologies Corporation and/or its affiliate(s). 
All rights reserved.
June 2012
CONTENTS:

· Software Overview
· New Features in Peak Scanner™ Software v2
· Main Functionality
· System Requirements
· Special Considerations
· Known Issues and Limitations
· Peak Scanner Software Data Backup

SOFTWARE OVERVIEW

Peak Scanner™ Software 2 is an updated and improved version of a popular light-weight, easy-to-install fragment analysis software product from Life Technologies that enables accurate DNA fragment sizing on the electrophoresis platform. Peak Scanner™ Software 2 is designed to run on Microsoft Windows® 7 Professional (32-bit) SP1 operating system. 

The sizing data output from Peak Scanner™ Software 2 supports a wide variety of fragment analysis-based genotyping applications on the Applied Biosystems 3730, 3730xl, 3130, 3130xl, 3100, 3100-Avant and 310 instrument systems.  

The Peak Scanner™ Software 2 provides an easy-to-use task-based user interface with a rich array of tools to view, edit, analyze, print and export fragment analysis data generated on Applied Biosystems Genetic Analyzers.

NEW FEATURES in Peak Scanner™ Software 2	Comment by pallavi_kolte: Title of heading is not sync with the title mentioned in the CONTENTS above (i.e version) 

· Support of Microsoft Windows® 7 (32-bit) SP1 operating system from Microsoft Corp.

MAIN FUNCTIONALITY

· Ability to import and analyze fragment analysis sample files (.fsa) from all currently supported genetic analyzers except 3500 series.  Sample files from Applied Biosystems 3730, 3730xl, 3130, 3130xl, 3100, 3100-Avant and 310 systems are supported. 
· Ability to write analyzed data (sizing information) back to the sample files (.fsa).
· Ability to organize the sample files in a project.
· Ability to view simultaneously raw and analyzed data.
· Ability to size-call large fragment to 1200 bp length.
· Ability to define the expected linear range in large fragment size standards where non-linearity might be expected.
· Ability to edit peaks in various ways, including labeling, merging and splitting peaks.
· Ability to customize sizing table.
· Ability to overlay sizing curves on analyzed data.
· Ability to display and print plots in a thumbnail view.
· Ability to archive projects with sample files and all associated reference data (analysis methods, size standards etc.) for data sharing purposes.
· Ability to run the software in a command line mode without using the graphical user interface which allows scripting and automation of data analysis and export procedures.


SYSTEM REQUIREMENTS

1. Recommended configuration 
The software can be installed, launched and run on a computer with the following specification:
1. The software shall be supported on Dell OptiPlex XE Windows® 7 SP1 professional 32 bit operating system. 
1. CPU: Core 2 Duo E8400/3.0GHz 
1. Memory: 4GB
1. Disk: Free space: 1GB

2. Minimum configuration 
The software can be installed, launched and run as a standalone on a computer with the following specification: Windows® 7 Professional SP1, 32 bit
· CPU: 2GHz or faster Intel processor
· Memory: 2GB
· Disk: Free space: 1GB for application on the drive for the software

3. Display Requirements
· User can view all UI elements of the application on the screen without having to scroll vertically if the software is run on a monitor with minimum 1280x1024 pixel resolution for full screen display.
· User should use Windows® 7 default theme


NOTE: This software has been extensively tested on Windows® 7 SP1 (32-bit) version. While there are some indications that software will run normally on the 64-bit version of Windows® 7 SP1 operating system, the 64-bit configuration is not officially supported. It is strongly recommended that this software is run on Windows® 7 SP1 (32-bit).

SPECIAL CONSIDERATIONS

1. For installation and un-installation of Peak Scanner™ Software 2, the user must log into the local computer with administrator privileges.

2. Peak Scanner™ Software 2 fully supports data generated from the following Applied Biosystems instruments:
· Applied Biosystems 3130 Genetic Analyzer
· Applied Biosystems 3130xl Genetic Analyzer
· Applied Biosystems 3730 DNA Analyzer
· Applied Biosystems 3730xl DNA Analyzer
· 310 Genetic Analyzer

Peak Scanner™ Software 2 offers a limited support for data generated on 3100 and 3700 instruments.

3. The Help files installed with the Peak Scanner™ Software 2 are in the portable document format (pdf). You must have Adobe® Reader® v9.0 or higher. You can download Adobe Reader from http://www.adobe.com

4. Electronic copies of Peak Scanner™ Software 2 documentation are located in folder <drive>:\Applied Biosystems\Peak Scanner\app\help.

GENERAL TIPS & RECOMMENDATIONS

1. Most of the files in the C:\Documents and Settings\All Users\Application Data\Applied Biosystems\Peak Scanner\Application Data folder and its subfolders are for Peak Scanner Software use only. Please do not modify or remove these files as it may result in data corruption or loss of data.

2. If you are unable to see the above directory, make sure that the Show Hidden Files option is selected under the Tools -> Folder Options->View tab for the C:\ drive or whatever drive the software has been installed on.

3. Peak Scanner Software 2 reads and stores project, size standards and analysis method files from the application's default locations (User's and System's Application Data folders). The project files can be stored in any user defined directory or folder.

4. If the sample file is opened (in use) by another software application, that sample file(s) will not show up with a "Locked File" status in the Sample View table. File corruption may occur if both applications try to write to the same sample file.

5. If the operating system or the software crashes for any reason when a project is open, please delete the .lck and .dat files from the directory where that particular project file and associated sample files are located before restarting the application. Otherwise you will not be able to modify the project data.

6. There are two default analysis methods installed by the software. The "Sizing Default-PP" analysis method assumes that there are significant primer peaks present in the sample being analyzed whereas the "Sizing Default NPP" assumes there are no primer peaks present in the sample. The Sizing Quality (SQ) values are calculated differently for each of the above conditions of the sample.	Comment by pallavi_kolte: Method name should be “Sizing Default-PP”

7. In the Samples table, the SQI column will have a green checkmark if the size standard for that particular sample/s has been manually edited by the user indicating that the Sizing Quality has been invalidated.

8. For optimal performance, please copy sample files stored on a network drive to the local drive before using them in the software.

9. When entering text into text boxes or tables in Peak Scanner software, please avoid using the following characters:
	/ \ : * ? " ' < > | & #

10. The default memory allocation to the software is set to 512 MB. If you are working with larger projects you can increase the memory allocation to a maximum of 1536 GB (provided the target computer has 2 GB of RAM). To do this, edit the PeakScanner.properties file located in <drive>:\Applied Biosystems\Peak Scanner\app folder and change the number "512" to a higher number and save the file in the same location.

For example, if the original entry in the properties file is "VM_ARGS = -Xms64m -Xmx512m" change it to "VM_ARGS = -Xms64m -Xmx1536m" to increase the memory to 1536 MB.


KNOWN ISSUES AND LIMITATIONS

1. Due to Microsoft Windows® Operating System limitations, the maximum length of the file name for a project, settings, analysis method or size standard is limited to 260 characters. This length is inclusive of the entire absolute path of the file with the extension.

2. Similarly, storing sample files and/or projects in a deep directory path (which increases length of the absolute directory path) will have problems with saving projects with long names as well as de-archiving the projects.

3. Changes made to the sample files (assigning a size standard or analysis method, for example) will not be saved if those sample files are in "Not Ready for Analysis" state in the Sample View table.

4. The table grid may not print when printing Sample View and Sizing table if the focus (active cursor) is left within an editable text cell in either of the two tables. Please click once outside the affected table before printing.

5. If you use the Export command while in the Setup > Set Analysis Parameters view, the exported table will have only those columns displayed in the Sample table in this view. The Export Combined Table will export additional columns that are selected for display in the Sample Table Settings in use.

6. Fragment analysis data files (*.fsa files) generated by 3500 Genetic Analyzer are not compatible with Peak Scanner Software 2.

7. Peak Scanner Software 2 is not designed to support *.hid files.

8. Peaks Scanner Software 2 is not designed to support *.fsa files with 6-dyes chemistry.


PEAK SCANNER SOFTWARE DATA BACKUP

Projects created with the Peak Scanner software can be conveniently archived (.pjz) using the Archive command for data backup and data sharing purposes. The Archived project/s will also include a copy of all of the sample files used in that project. De-archiving the archived project (.pjz) will restore the project as well as the sample files into the same target directory.


EXAMPLE DATA FOLDER 

The Example Data folder is located at <drive>: Applied Biosystems\PeakScanner\Example Data	Comment by pallavi_kolte: Path should be “<drive>:\Applied Biosystems\PeakScanner\Example Data”

1. GENERAL FRAGMENT ANALYSIS FOLDER
· Sample files were generated by running NED-labeled PCR amplicons on 310 Genetic Analyzer using Genescan™ 600 LIZ® size standard.   The NED-labeled amplicon is approximately 506 base pairs in length.

2. BAC FINGERPRINTING FOLDER
· Sample files were generated by running fluorescently-tagged restriction fragments of Bacterial Artificial Chromosome (BAC) clones on an Applied Biosystems 3730xlDNA Analyzer using the Genescan™ 600 LIZ® size standard.  

LEGAL DISCLAIMER AND TERMS AND CONDITIONS OF CUSTOMER INSTALLATIONS OR USE
LIFE TECHNOLOGIES CORPORATION AND/OR ITS AFFILIATE(S) MAKE NO REPRESENTATIONS REGARDING PEAK SCANNER SOFTWARE 2 USE OR PERFORMANCE AND ACCEPTS NO LIABILITY AS A RESULT OF THE INSTALLATION OR USE OF PEAK SCANNER SOFTWARE 2.   PEAK SCANNER SOFTWARE 2 IS PROVIDED "AS IS" AND "WITH ALL FAULTS".  LIFE TECHNOLOGIES CORPORATION AND/OR ITS AFFILIATE(S) DISCLAIM ALL WARRANTIES RELATING TO PEAK SCANNER SOFTWARE 2, EXPRESS OR IMPLIED, INCLUDING THE WARRANTIES OF MERCHANTABILITY, FITNESS FOR A PARTICULAR PURPOSE, OR NON-INFRINGEMENT.
IN NO EVENT SHALL LIFE TECHNOLOGIES CORPORATION AND/OR ITS AFFILIATE(S) OR ITS SUPPLIERS BE RESPONSIBLE OR LIABLE, WHETHER IN CONTRACT, TORT, WARRANTY OR UNDER ANY STATUTE (INCLUDING WITHOUT LIMITATION ANY TRADE PRACTICE, UNFAIR COMPETITION OR OTHER STATUTE OF SIMILAR IMPORT) OR ON ANY OTHER BASIS FOR SPECIAL, INDIRECT, INCIDENTAL, MULTIPLE, PUNITIVE, OR CONSEQUENTIAL DAMAGES ARISING OUT OF THE POSSESSION OR USE OF, OR THE INABILITY TO USE, PEAK SCANNER SOFTWARE 2 RELEASE OR DOCUMENTATION, EVEN IF LIFE TECHNOLOGIES CORPORATION AND/OR ITS AFFILIATE(S) IS ADVISED IN ADVANCE OF THE POSSIBILITY OF SUCH DAMAGES, INCLUDING WITHOUT LIMITATION DAMAGES ARISING FROM OR RELATED TO LOSS OF USE, LOSS OF DATA, DOWNTIME, OR FOR LOSS OF REVENUE, PROFITS, GOODWILL OR BUSINESS OR OTHER FINANCIAL LOSS.  IN ANY CASE, THE ENTIRE LIABILITY OF LIFE TECHNOLOGIES CORPORATION AND/OR ITS AFFILIATE(S)’ AND ITS SUPPLIERS UNDER THIS LICENSE, OR ARISING OUT OF THE USE OF PEAK SCANNER SOFTWARE 2 RELEASE, SHALL NOT EXCEED IN THE AGGREGATE THE PURCHASE PRICE OF THE PRODUCT.  SOME STATES, COUNTRIES OR JURISDICTIONS LIMIT THE SCOPE OF OR PRECLUDE LIMITATIONS OR EXCLUSION OF REMEDIES OR DAMAGES, OR OF LIABILITY, SUCH AS LIABILITY FOR GROSS NEGLIGENCE OR WILLFUL MISCONDUCT, AS OR TO THE EXTENT SET FORTH ABOVE, OR DO NOT ALLOW IMPLIED WARRANTIES TO BE EXCLUDED.  IN SUCH STATES, COUNTRIES OR JURISDICTIONS, THE LIMITATION OR EXCLUSION OF WARRANTIES, REMEDIES, DAMAGES OR LIABILITY SET FORTH ABOVE MAY NOT APPLY TO YOU.  HOWEVER, ALTHOUGH THEY SHALL NOT APPLY TO THE EXTENT PROHIBITED BY LAW, THEY SHALL APPLY TO THE FULLEST EXTENT PERMITTED BY LAW.  YOU MAY ALSO HAVE OTHER RIGHTS THAT VARY BY STATE, COUNTRY OR OTHER JURISDICTION.
For Research Use Only.  Not intended for animal or human therapeutic or diagnostic use.
Information in this document is subject to change without notice. 
Life Technologies Corporation and/or its affiliate(s) assumes no responsibility for any errors that may appear in this document.
Notice to Purchaser: License Disclaimer.
Purchase of this software product alone does not imply any license under any process, instrument or other apparatus, system, composition, reagent or kit rights under patent claims owned or otherwise controlled by Life Technologies Corporation and/or its affiliate(s), either expressly, or by estoppel.
The trademarks mentioned herein are the property of Life Technologies Corporation or their respective owners.  
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